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Detection of BT Transgenic Rice Gene by Polymerase Chain Reaction

DENG Hong-ling, GUO Xin-dong, WU Yu-luan
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Abstract: Polymerase Chain Reaction (PCR), an important method for the identification of genomic modified foods (GMF), was

developed for detection of the BT transgenic rice gene. Using this method, 35S-promoter gene, NOS-terminator gene, and cryl Ac gene that

commonly existed in transgenic rice were detected. Moreover, new methods based on PCR techniques were established for distinguishing Bt

Transgenic Rice from the counterpart of non-GM products and the detection system and for correlating the marked genes and transgenic. The

method was easy and fast, and the corresponding results were in accord with the standard or the reported data.

Key word: Bt Transgenic Rice; Polymerase Chain Reaction; PCR detection

VTAESR, B SRR AR S = i (GMOs) 1)
IZRN, P2 E RS G T EXT GMOs 1S B
Jit,  NTC A X R A RS, SRR R SR A
MEA . HHET, GMOs Rl A [ 7 AE E N SMHE
AT R — P,

e DRI RS T R AR AR A0 it M Y ISF 18] DK A 4
B, WHRNARREREREARR G TR 5t
TH. . PrESEAYURERE. EIR AR
anAl, IO TR EARE ' R R DL R
A= B TR EBA EEAEH, IIAER 28 FhfE LR
VeV C Sttt sk B g et AT 3™ [, %
Bz atEn @, S 7 ANIRIRRSGE, FEET
TEMS L A S M 7T . A ST R
RILFER K G 22 A A THE AL, G Ia R 1) 77
ERHTIRYT, B BRI T

PUAE, T R s (GMOs)
(AR HER ] PCR 79, t1F Bt AKFEER 8y
A CaMV35S a5 T NOS 4 1T Cry1 Ac £ H 1,
R, FERT U KAG R 15 & e B K AR s A i, W]
LRI CaM V35S JA3hF NOS 4 1EFF1 CrylAc
YrisHER: 2006-10-9

FEHNAFAES S, WRAFAE, RIS b AR
EYNE P

1 MRIFNTE

FEdh: & CaMV35S A+ NOS Z&ibfAi
CrylAc FZEEMIFRL (FHEEXTIRD, MAF AR EIR
EERLDRKARG, TR T3 ARSI 3 e B DR KR S e n T
BT KA, T3 IR KRS (AR RD .

A CTAB $2H0H, 055 7B (1:24 ml/mD
VRA TE ¥, Wizard Genomic DNA Purification Kit
(Promega, USA), DNA % &1 (TAKARA, Ki%),
10 % PCR J N, dNTP ¥
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B, PCR Y (MJ PTC-200, USA), HEREUE
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I AIFREURE i 100 mg, SIAZIANFEI 1.5 ml [
OEH, FERRALEGFEEIE A, BAEFIA 1ml
f£) CTAB #2HU# (20 mg/L CTAB. 100 nmol/L Tris-Cl.
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B0 15 min, K¢ FIEREE NI 1.5 ml (1 OE R,
PN SRR - I EER ATV sV se=1:24)
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CaMV35S 5’-GCT CCT ACAAAT GCCATCA -3’ 5’-GAT AGT GGG ATT GTG CGT CA -3’ 195
NOS 5’-ATC GTT CAAACATTT GGC A-3° 5’-ATT GCG GGA CTC TAATCA TA-3’ 165
CrylAc 5’-GAA GGT TTG AGC AAT CTC TAC-3’ 5’-CGA TCA GCC TAG TAA GGT CGT-3’ 301
tRNALeu 5’-CGA AAT CGG TAG ACG CTA CG-3’ 5’-TTC CAT TGA GTC TCT GCA CCT-3’ 180
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11: PCR R KA =@t .
SER R A BHPE ORI L R KRG . R DA
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