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Distribution of serotype, ribotype and virulence gene of Vibrio parahaemolyticus isolated

from foodborne disease outbreaks

Chen Hongyou, Chen Min,

Sheng Yueying, Tu Lihong, Zhang Wenxia,

Zhang Xi, Wang Wenjing

(Shanghai Municipal Center for Disease Control and Prevention, Shanghai 200336, China)

Abstract; Objective To find out the distribution of serotype and virulence genes in the Vibrio parahaemolyticus isolated

from foodborne disease outbreaks and also the main ribotype of these strains.

Methods Ninety eight Vibrio

parahaemolyticus strains were isolated from the patients of monitoring points in 27 foodborne disease outbreaks. Diplex-PCR

was used to detect tdh and trh gene. Ribotyping was carried out in the Riboprinter system. Results The isolates from 27

outbreak points were distributed in 11 serotypes and 5 ribotypes. The dominant serotype was 03: K6, and the main ribotype

was vp-Ecorl-002. All strains carried toxR gene, 97 strains carried tdh gene and only 1 strain carried trh gene.

Conclusion Most strains in the study were pandemic and toxigenic, and a closer evolution relationship was observed

between serotype 03: K6 and serotype 05: K68 ,01: K25 and O11: K36.

Key words: Vibrio parahaemolyticus ; foodborne disease outbreak ; ribotyping; serotyping
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Table 1  The distribution of serotype and the virulence genes carried in Vibrio parahaemolyticus isolated from 27 cases of
foodborne disease outbreak
I X o PCR 454
R BEE G REE® S 1M 3% A Bl i 4y A X B

toxR tdh trh
1 3 03:K6 1 FaEIX + + -
2 33 03:K6 3 £l + + -
3 36 02:K3 3 MiLIX + + -
4 54 011:K36 8 AR X + + N
5 62 04:K8 4 AR X + + -
6 66 03:K6 5 JE X + + -
7 79 04:K8 3 X7 X + + -
3 81 03:K6 5 EAINES + + -
9 93 03:K6 3 MILX + + -
10 96 01:K41 2 FEIL X + + -
11 98 01:K25 2 B + + -
12 101 04:K8 2 MILX + + -
13 172 03:K6 1 RAT X + + -
14 184 03:K6 13 AKX + + -
15 197 05:K68 7 AR X + + -
16 204 03:K6 1 AT X + + -
17 246 03:K6 2 FINX + + -
18 362 01:K25 5 Z P X + + -
365 03:K48 1 + + +
19 371 03:K6 3 FE X + + -
373 05:K8 1 + + -
20 424 05:K68 1 SEIE + + -
426 03:K6 1 + + -

21 463 03:K6 6 SlX + +
22 466 01:K41 3 SlX + + -
467 04:K12 1 + + -
23 470 03:K29 1 RAT X + + -
24 472 03:K6 3 RAT X + + -
473 01:K25 1 + + -
476° 05:K17 1 + - -
25 477 03:K6 1 47 X + + -
26 484 03:K6 1 47 X + + -
27 577 03:K6 3 ML IX + + -
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Figure 1  Electrophoresis of toxR, tdh and trh gene

amplified by PCR from strains No. 365 and No. 476
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484 03K6 26 Vp-EcoRI-002
98 OlK25 11 Vp-EcoRI-002
362 OlK25 18 Vp-EcoRI-002
93 03K6 9 Vp-EcoR1-002
472 03K6 24 Vp-EcoRI-002
473 OLK25 24 Vp-EcoRI-002
476 05K17 24 Vp-EcoRI-002
477 03K6 25 Vp-EcoR1-002
66 03K6 6 Vp-EcoRI-002
172 03K6 13 Vp-EcoRI-002
184 03K6 14 Vp-EcoRI-002
197 05K68 15 Vp-EcoR1-002
3 03K6 1 Vp-EcoRI-002
33 03K6 2 Vp-EcoRI-002
371 03K6 19 Vp-EcoRI-002
424 O5K68 20 Vp-EcoRI-002
54 Ol11:K36 4 Vp-EcoRI-002
577 03K6 27 Vp-EcoRI-002

" 204 03K6 16 Vp-EcoRI-002
81 03K6 8 Vp-EcoRI-002
246 03K6 17 Vp-EcoRI-002
463 03K6 21 Vp-EcoRI-002
36 02K3 3 Vp-EcoRI-002

| 426 03K6 20 Vp-EcoRI-002
101 O4K8 12 Vp-EcoR1-001
373 O4K8 19 Vp-EcoRI-001
365 O3K48 18 Vp-EcoRI-001
62 O4K8 5 Vp-EcoRI-001
79 O4K8 7 Vp-EcoRI-001
466 OLK4l 22 Vp-EcoRI-003
96 OLK4l 10 Vp-EcoR1-003
470 03K29 23 Vp-EcoRI-004
467 04KI12 22 Vp-EcoRI-005

P2 A I I B R P 0 R A OC T PR ) Ribo B SR 6 7)Y

Figure 2 Ribotyping dendrogram of V. parahaemolyticus related to foodborne disease outbreaks
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Comparing the effectiveness of two selective media HE and CAS for
the detection of Salmonella in foods
Yan Lin, Wang Xiaoying, Guo Yunchang, Pei Xiaoyan, Yu Dongmin
(National Institute for Nutrition and Food Safety, China CDC, Beijing 100021, China)

Abstract: Objective To compare the effectiveness of two kinds of selective media HE ( hektoen enteric agar) and CAS
(CHROM agar Salmonella medium) on the detection of Salmonella in food samples. Methods The growth status and the
morphology of Salmonella and non-Salmonella colonies on HE and CAS were observed. Twenty five grams of chicken meat
were distributed in 225 ml of SC ( Selenite Cystine Broth) and Salmonella standard strain CMCC 50041 was used to perform
artificially-contaminated experiments. The final concentration of Salmonella for each sample was 0, 1, 10, 10>, 10°, 10*,

10° and 10°CFU per 25g poultry respectively. All samples were incubated at 37 °C for 0, 4, 8, 12 and 18 h. One loop

from each culture medium taken at different incubation time was streaked on HE or CAS plates. The suspected Salmonella
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